	gene
	sequence
	position
	ScanAce score
	effect
	evidence
	reference

	ansB
	TTGTTtaacGTCAA
	-41.5
	12.12
	activator
	Footprinting, lacZ-fusion
	(12, 14)

	narG
	TTCATccccATCAC
	-57.5
	10
	 
	footprinting
	(12)

	fnr-II
	TTGACaaatATCAA
	0
	13.18
	repressor
	Footprinting;lacZ-fusion, mutagenesis
	(12, 22, 24)

	nirBDC-cysG
	TTGATttacATCAA
	-41.5
	16.96
	activator
	footprinting, mutagenesis, lacZ-fusion
	(2, 12, 13)

	hlyE
	TTGATatttATCAT
	-78.5
	13.02
	activotor
	footprinting, lacZ-fusion,
	(9)

	napF
	TTGATcctgCTACA
	-64.5
	6.73
	activator
	footprinting, lacZ-fusion, mutagenesis
	(6)

	focA-pflB P6
	ATGATctatATCAA
	-40.5
	13.87
	activator
	footprinting, lacZ-fusion, mutagenesis
	(15, 21)

	fdnG
	TTGATttcgCGCAA
	-42.5
	11.04
	activator
	footprinting, mutagenesis, lacZ-fusion
	(12, 17)

	fdnG
	TTGAGgtagGTCAA
	-97.5
	12.28
	no use
	footprinting, mutagenesis, lacZ-fusion
	(12, 17)

	narG
	TTGATcgttATCAA
	-41.5
	16.96
	activator
	LacZ-fusion,footprinting,mutagenesis.
	(16, 26, 27)

	ndh-II
	TTGATctcaCCCGG
	-94.5
	3.08
	repressor
	LacZ-fusion, footprinting, mutagenesis
	(11, 19)

	cydAB-P2
	TTGTTctcgATCAA
	-1
	13.87
	repressor
	lacZ-fusion, footprinting, mutagenesis
	(5, 8)

	ndh-I
	TTGATtaacATCAA
	-50.5
	16.96
	repressor
	LacZ-fusion, footprinting, mutagenesis
	(11, 19)

	cydAB-P1
	TTGATatttATCAA
	-53.5
	16.96
	dual
	lacZ-fusion, footprinting, mutagenesis
	(5, 8)

	nrfABCDEFG
	TTGATtaaaGACAA
	-42.5
	12.81
	activator
	lacZ-fusion, mutagenesis
	(25)

	frdA
	ATCGAtctcGTCAA
	-45.5
	2.22
	activator
	lacZ-fusion, mutagenesis
	(7)

	yfiD-II
	TTGATgtaaAACAA
	-93.5
	14.56
	repressor
	lacZ-fusion, mutagenesis, footpringting
	(10)

	yfiD-I
	TTGATttaaATCAA
	-40.5
	16.96
	dual
	lacZ-fusion, mutagenesis, footpringting
	(10)

	focA-pflB P7
	CAAAAtaaaATCAA
	-57.5
	2.97
	activator
	lacZ-alike, mutagenesis(weak);                        (20)

	fnr_I
	TTAAGggttTTCAA
	-103.5
	7.5
	repressor
	Footprinting, mutagenesis,lacZ-fusion
	(12, 22, 24)

	dmsA
	TTGATaccgAACAA
	-41.5
	14.56
	activator
	mutagenesis,footprinting, lacZ-fusion
	(1, 4, 16)

	narK
	TTGATttacATCAA
	-41.5
	16.96
	activator
	mutagenesis, lacZ-fusion,footprinting
	(3, 18, 23)
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